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lac mRNA RIR&E

Level of Zac mRNA Wild-type £ coli
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IV RNA ESE A B RMEEHNVRE T&S

BS. NIE R RZAAE T AN ek B EEREY fE o (1.5 point)
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Codon position BT & a b c d
DNA strand DNA [ 5. TTT AAG TTA AGC ... 3
polypeptide Rl Phe Lys Leu Ser ...
HEHET e B 1
Uuu Phe
UUA Leu
AAG Lys
AGC Ser

AR T YRR - SEEEFR L ER = 883 E ML Y (F5 -
(RIE Al Ry & R E T DNA fEE M9 ki R EEHEHY)
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II &M DNA 1y G+C && R 40% HIEMN G DNA 1> A+T BYELBIE 60%
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IV mRNA W EFI A 5 ... UUU AAG UUA AGC ....... 3
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-
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tJiftf enzyme site l cells using Agrobacteria
- T DNA ca——
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Timse Tiplasmid (& & & ek S a
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\
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B7.1 NI BE 8 B T 0 g A p R R LA B N B- S LA RS M Y B (& B X - ]
IEHE 2 (1 point)
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I [REIEGEL R SR8 & 2K E 4 DNA
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TR Y AL R DAR [ B 4H R #E T B IR A A
VOB EE S A H S E R AR R B A
W AR RNy R TTE - oW E I OWE A - JREARE () B
HEI (p) o IFEHAHAE GBS ECN 0 KR & A AR S A I B A R

Mt o Jff B A AE L 5SS A R Y 3 BT VA LD N TR o (1.5 point)
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g HE 2/ NEL > B/ NEUERKAES - SRR TAYIREASEmEL
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FEZE (R Al A B2 BB AR RE > — KB R PV E BRI RS R T > FE DR
EHEELALENZE (3~5)- &R 5 L4l fE & 0 A R E B EE R 25 HUL > BL SDS
Bk Bl o JEAEFHEE A AR (Coomassie Blue) (o () BESIRHAEE (D) 5
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WTNE R > BRIERGHEEIDUEICORY) R EIURY) 1~3) (1.5 point)
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A&
#10 15,000 x g, 10 344
[ [ | D [ [ D)
= . ‘:T: = Centrifuge ‘:‘H':.
AR g&l)lmfu%? supernatant
Xgravity 15,000 gravit
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10 niE 8 5 >
. o=l
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B11.—E% 5kb 43k DNA (Y[R #il§ #L[E - (2 point)
Sall Xhol
| 1.0 kb 2.5 kb 1.5 kb
MEUE MU E

Sall recognition site

5_G'TCGAC-3'
3"CAGCTiG-5'

Xhol recognition site

5-C'TCGAG-3'
3"GAGCT.C-5'

—EYH DL Xhol BSEJHY 3.5 kb DNA E EEf1%E—E H L Sall Bi4Jiy 1.0 kb DNA
RS - I 4.5 kb 1y DNA | ER&H Sall se2fEHR > FTRES 2]y DNA | &

RANGT R By fe] 2

(3% PR B AT A HY DNA fERISE & - B 5 RE P % &)

B12. NI 73 Al 2 VO fiE A FEI A E 5 (G1, S, G2, M) [y DNA S EHYE (1.5 point)

A

4C |-

2C | L

B

4C —

2C —

Amount of DNA / cell

E—{APHN DNASE
Amount of DNA / cell

Time

2C —

Amount of DNA /cell

(=355 Time

2C —

Amount of DNA / cell

Time

Time

s AT A I~ $EE [B A~D ot o ff IERE f]v e

-63 -



PEXRT A 363 ¢ EAF 102 £ 10

AR U M B R

[ EHME ETG(EEER Taxol mH - 4 &= 9 £ = 1P B
II (E AR 7y R - Pl B AR A R IR 7 > 4 Al & 45 B A 7 (18 PR P I 8 £
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R R ]
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(kanamy01n-res1stant gene) > —fELEHE 1 - B—FELEE 3 L NIABRILE
YIRS - HIET H E SR 0 MAEEER L WT%':P?T/EJ(‘/) ° (2 point)
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Bl4.[8 a BrEEfE 2R ABA TR PRV EIEE K - B b 21E ABAEH Z&(D A
(REHRAAEIEE > Ca® BEE(E ; (2) BAFLANEIL - (1.5 point)
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o 2512
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THI R AR ABA AV AL - HBT HE S - WAEBSZER LEEZR T a) -

it i

I ABA (% » Ca’ R IR 4R AN 25 2 4R A A
11 ABA FEH% > (RE4HAA KDEE EFF
I K™ @@ (DEESS > KW @ (D2 RN

B15. HEYIHIEESHEG R B BEAkE PRI TESRIRNAYET 2 BB O B R AR A ey © (3 point)
B15.1 DU #E 4k HG DNA Ry 14 BLUEET 4= 97 AL [N 4H DNA Rt L 2 E B =R LR AEY)
EMAEY) 2 B E ZER T 2(V) © (1.2 point)

R

I DNA Fy3g iR € 1%

II A PAFR BTN & 7
[I1 70S A% W #8 Y 4H 55 0T 4% 4 o H 2k
IV ZIHK 8 mRNA 5 0] #f 6# 8%

BIs2—fEMEBMEEED X EAMEKEER  WAE dE PEE - ARILEQ K
AU HERL | EAFI AT T - EREE PSR T S9IE > FMTH
EOEGHAAEER I S E2HEREET - EHEREE PRSI 1T
GHUIE > MR T AR AT B B HY % RS 11T - (1.8 point)
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